. CMC analysis. CMC determination based on DPH fluorescence for each RTIL (A), and detergents (B) EBB, (C) TTAB, and (D) SDS are shown. In each panel colors are : EMICl -green, BMICl -blue, HMICl -pink, OMICl -black, and NaCl -red. Note the log-scale for the Xaxis. Sample data were corrected for background fluorescence in samples lacking DPH. Data were analyzed using the Prism software package. Error bars represent the standard deviation of three samples.
Supplementary
. CD spectra of myoglobin in detergent. CD spectra were collected in 2 mM phosphate buffer (blue) or 2 mM phosphate supplemented with the following detergents: 1.0 mM SDS (orange), 2.0 mM EBB (gray), or 2.5 mM TTAB (yellow). All samples were the average of 16-64 scans and were background corrected by subtracting spectra lacking protein. Figure S5 . Sample data fitting for ΔGdissociation calculations. Data represent individual data sets of myoglobin with 50 mM RTIL denatured with varying concentrations of EBB. Fu represents fraction unbound, that is, the fraction of heme that has been dissociated. 

